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Here we demonstrate how cis-regulatory mutations can contribute to pelvic reduction in three-spined sticklebacks. Pelvic reduction is a major skeletal alteration that has evolved repeatedly in different animals, and is genetically tractable in sticklebacks. Previous genetic and expression studies have linked pelvic reduction to unknown regulatory changes near the major developmental control gene Pitx1. Here we have characterised its molecular basis using both laboratory crosses and natural stickleback populations. We conducted association mapping in a natural population segregating pelvic reduction using microsatellite markers flanking Pitx1. We identified a conserved non-coding region consis- 
